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PAPP-Ea 



nt: SEQ ID N0:1 
aa: SEQ ID N0:3 

ccccaagcatcaaactgaaggaaacattctaaccttcacagacagactggag 52 

gctggatggggacctggctgaagacatctggagaatgaaagttaagtaccag 104 

cttgcatttttgtgcccctagattatttttgcattttaaaataagaagcatc 156 

aaattgcgtgtctctgtgtaaaagttctagcaatttgttttaaggtgaactt 208 

attttggcttagggactacaaaaagagaaggtaattcctagggaaggaagaa 260 

gagaaagaaatgaaaattagagaataagattattttgaatgacttcaggtag 312 

cgaggagtgtgtgtttgtgagtgtgtatttgagagacttggctcatgcctgt 364 

gggtcttctcttctagtatcagtgaggggagggattactgaagaagaagggg 416 

ggaaaaaaaaagaaagaaatctgagctttctgggaggaaattcaaaggaacc 468 

aagagaaattaacttcgttctgcaaggactaaagtacagcaagaggagagag 520 

gtcaagcgagaagcgtgcgggaagcacatgccctggggaggcatagaagcca 572 

cactggcagagcggccagcacaggtagccagcagaggcattcttggggctat 624 

ttgaaaaagtttggtctgtgaacaaaacagtttccctggtgactgcaaatcc 676 

attgctagctgcctctttctcgtctgcccatcactctggtgtggtacccaga 728 

M M C 3 

agttgacttctggttctgtagaaagagctaggggaggt ATG ATG TGC 775 

LKILRISLAILAG 16 

TTA AAG ATC CTA AGA ATA AGC CTG GCG ATT TTG GCT GGG 814 

BEGIN PAPP-Ef CLONE 

WALlCSANSELGWT 29 

TGG GCA CTCITGT TCT GCC AAC TCT GAG CTG GGC TGG ACA 853 
BEGIN PAPP-Ef CLONE 

RKKSLVEREHLNQ 42 

CGC AAG AAA TCC TTG GTT GAG AGG GAA CAC CTG AAT CAG 892 
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